CRF Errors Corrected by the STIC Systems Branch i . 

Serial Number: /o/o/?.</7<? g gSSS THl T^^ ^ ^ 

| | Changed a file from non-ASCII to ASCC |\| f £ R P f) Verifled by: / t — ' (STIC statf ) 

[^] Changed the margins in cases where the sequence text was "wrapped" down to the next line. 
| [ Edited a format error in the Cunent Application Data section, specifically: 



| | Edited the Current Application Data section with the actual current number. The number inputted by the 

applicant was □ the prior application data; or □ other . 

[ [ Added the mandatory heading and subheadings for "Current Application Data". 

| | Edited the "Number of Sequences" field. The applicant spelled out a number instead of using an integer. 

| | Changed the spelling of a mandatory field (the headings or subheadings), specifically: 

| | Corrected the SEQ ID NO when obviously incorrect. The sequence numbers that were edited were: 

| | Inserted or corrected a nucleic number at the end of a nucleic line. SEQ ID NO's edited: 

| | Corrected subheading placement. AH responses must be on the same line as each subheading. If the 

*~™* applicant placed a response below the subheading, this was moved to its appropriate place. 

j j Inserted colons after headings/subheadings. Headings edited included: 

| | Deleted extra, invalid, headings used by an applicant, specifically: 

~~nj Deleted: Q^on-ASCII "garbage" at the beginning/end of files; □ secretary initials/filename at end of file; 

□ page numbers throughout text; □ other invalid text, such as . 

j [ Inserted mandatory headings, specifically: 



| | Corrected an obvious error in the response, specifically: 



[ 1 Edited identifierswhere upper case is used but lower case is required, or vice versa. 

| [ Corrected an error in the Number of Sequences field, specifically: 

| | A "Hard Paga Break" code was inserted by the applicant. All occurrences had to be deleted. 

| | Deleted ending stop codon in amino add sequences and adjusted the "(A)Length:" field accordingly (error 
due to a Patentln bug). Sequences corrected: 



I I Other: 



'Examiner: The above corrections must be communicated to the applicant in the first Office 
Action. DO NOT send a copy of this form. 3/1/95 
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3 <110> APPLICANT: Brett P. Monia 

4 Lex M . Cowsert 

6 <120> TITLE OF INVENTION: ANTISENSE MODULATION OF LIVER GLYCOGEN PHOSPHORYLASE 
EXPRESSION 

8 <130> FILE REFERENCE: RTSP-0240 
C--> 10 <140> CURRENT APPLICATION NUMBER: US/10/019, 470 
C--> 10 <141> CURRENT FILING DATE: 2001-12-28 

10 <150> PRIOR APPLICATION NUMBER: US 09/357,071 

11 <151> PRIOR FILING DATE: 1999-07-19 
13 <160> NUMBER OF SEQ ID NOS : 47 

15 <210> SEQ ID NO: 1 

16 <211> LENGTH: 2828 

17 <212> TYPE: DNA 

18 <213> ORGANISM: Homo sapiens 

20 <220> FEATURE: 

21 <221> NAME/KEY 
22 



2 < 



!2> LOCATION 



24 
25 
27 
28 
29 
31 
32 
33 
35 
36 
37 
39 
40 
41 
43 
44 
45 
47 
48 
49 
51 
52 
53 
55 
56 
57 
59 



CDS 

(114) . . (2657) 
1 

gttgaaagct cctggcgcgg cggggcggac tccacccctg 
ggccgcactt ccagctctct gcgcagcccg ccgcgcagcc 



<400> SEQUENCE 



ggc 
Gly 

ggc 
Gly 

egg 
Arg 

cgc 
Arg 
50 

ggg 

Gly 

agg 
Arg 

aac 
Asn 

tac 



gaa 
Glu 

ate 
He 

cac 
His 
35 
gac 
Asp 



ccg ctg 
Pro Leu 
5 

gtg ggc 
Val Gly 
20 

ctg cac 
Leu His 

tac tac 
Tyr Tyr 



aca 
Thr 

gtg 
Val 

ttc 
Phe 

ttc 
Phe 



cgc tgg 
Arg Trp 

gaa tat 
Glu Tyr 

acc atg 
Thr Met 
100 
cag ctt 



ate cgc 
He Arg 
70 

tac etc 
Tyr Leu 

85 
ate aac 
He Asn 



gac cag 
Asp Gin 

gag aac 
Glu Asn 

acg ctg 
Thr Leu 
40 

gcg ctg 
Ala Leu 
55 

acg cag 
Thr Gin 

tct ctg 
Ser Leu 

etc ggt 
Leu Gly 



gag aag 
Glu Lys 
10 

gtg gca 
Val Ala 

25 
gtc aag 
Val Lys 



egg egg 
Arg Arg 

gag ctg 
Glu Leu 

gac cgc 
Asp Arg 



cccggcagcc cagcgcctcc 
cgccgcccca gee atg 
Met 
1 

age ate cgc 
Ser He Arg 
15 

agt ttc aac 
Ser Phe Asn 

gee acc acc 
Ala Thr Thr 



gga ttg gat ata 



gcg 
Ala 

cag 
Gin 

gaa 
Glu 

ctg 
Leu 
105 
gaa 



cac acg gtg 
His Thr Val 
60 

cac tac tac 
His Tyr Tyr 
75 

ttt tac atg 
Phe Tyr Met 
90 

caa aat gee 
Gin Asn Ala 

gag tta gaa 



cag ate 
Gin He 

aag aag 
Lys Lys 
30 

aac gtg 
Asn Val 

45 
egg gac 
Arg Asp 

gac aag 
Asp Lys 

ggc cga 
Gly Arg 

tgt gat 
Cys Asp 
110 
gaa att 



cac 
His 

tgc 
Cys 

aca 
Thr 
95 
gag 
Glu 



ctg gtg 
Leu Val 
65 

ccc aag 
Pro Lys 
80 

tta cag 
Leu Gin 

gee att 
Ala He 



gaa gaa gat 



60 
116 



164 



212 



260 



308 



356 



404 



452 



500 
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va l 


Ala 

Aia 


Ala 

Aia 




20 9 










710 










"7 1 C 

/Id 










~7 o n 








ttg 


gac 


aag 


aaa 


ggg 


tac 


gag 


gca 


aaa 


gaa 


4- ta r-^ 

tac 


4- 4- 

tat 


gag 


gca 


/~»4- 4- 
Ctt 


cca 


o Q "> yl 


212 


Leu 


Asp 


Lys 


Lys 


Gly 


Tyr 


Glu 


Ala 


Lys 


Glu 


Tyr 


Tyr 


Glu 


Ala 


Leu 


Pro 




213 








/25 










i i r\ 










"7 ^ 










gag 


ctg 


aag 


ctg 


gtc 


att 


/-T -Z» 4- 

gat 


caa 


att 


gac 


aat 


ggc 


4-4-4- 
tlt 


4-4-4- 
ttt 


4- /"■+- 

tct 


ccc 


^ J 1 Z 


21b 


G lu 


Leu 


Lys 


Leu 


Val 


lie 


Asp 


Gin 


lie 


Asp 


Asn 


biy 


Phe 


Phe 


Ser 


Pro 




217 






74 0 










74 5 










i c: n 










219 


aag 


cag 


cct 


gac 


etc 


ttc 


aaa 


gat 


ate 


ate 


aac 


atg 


eta 


ttt 


tat 


cat 


z 4 J U 


220 


Lys 


bin 


Pro 


Asp 


Leu 


Pne 


Lys 


Asp 


I le 


He 


Asn 


Met 


Leu 


Phe 


Tyr 


His 




221 




7 55 










i c r\ 

7 60 










n c c 
/D J 












2 2 3 


gac 


agg 


ttt 


aaa 


gtc 


ttt 


gca 


gac 


tac 


gaa 


gcc 


tat 


gtc 


aag 


tgt 


caa 


z 4 D o 


224 


Asp 


Arg 


Phe 


Lys 


Val 


Phe 


Ala 


Asp 


Tyr 


Glu 


Ala 


Tyr 


Val 


Lys 


Cys 


Gin 




22 5 


770 










775 










7 80 










"7 o c 

78 5 




~j 1 "7 
^, / 


gat 


aaa 


gtg 


agt 


cag 


ctg 


tac 


atg 


aat 


cca 


aag 


gcc 


tgg 


aac 


aca 


atg 


Z D 1 D 


"i "> Q 
J Z O 


Asp 


Lys 


Val 


Ser 


Gin 


Leu 


Tyr 


Met 


Asn 


Pro 


Lys 


Ala 


Trp 


Asn 


Thr 


Met 




too 

J z y 










790 










795 










800 






2 31 


gta 


etc 


aaa 


aac 


ata 


get 


gcc 


teg 


ggg 


aaa 


ttc 


tec 


agt 


gac 


cga 


aca 


o c: (i a 


2 3 2 


Val 


Leu 


Lys 


Asn 


He 


Ala 


Ala 


Ser 


Gly 


Lys 


Phe 


Ser 


Ser 


Asp 


Arg 


Thr 




2 3 3 








805 










810 










815 








2 3 5 


att 


aaa 


gaa 


tat 


gcc 


caa 


aac 


ate 


tgg 


aac 


gtg 


gaa 


cct 


tea 


gat 


eta 


z b 1 z 


2 36 


lie 


Lys 


Glu 


Tyr 


Ala 


Gin 


Asn 


He 


Trp 


Asn 


Val 


Glu 


Pro 


Ser 


Asp 


Leu 




2 37 






820 










825 










830 










2 39 


aag 


att 


tct 


eta 


tec 


aat 


gaa 


tct 


aac 


aaa 


gtc 


aat 


gga 


aat 


tga 




o ^: r t 
-J O 3 / 


240 


Lys 


He 


Ser 


Leu 


Ser 


Asn 


Glu 


Ser 


Asn 


Lys 


Val 


Asn 


Gly 


Asn 








241 




835 










840 










845 












243 


actctacaat gtctctagaa aacatagctt 


cttactgaac 


ttgaacattt ttacaacatt 


2717 


24 5 


cactggtttt tgttttgtta gctaataatc 


tataatagtt 


gagtatctct gggaatgggg 


2777 


247 


agggaaatta tatgtaatag agcttaaaaa 


taaagtgtca 


atttccaagg a 






2828 


250 


<210> SEQ IE 


NO: 


2 


























251 


<211> LENGTH 


: 21 


























252 


<212> TYPE: 


DNA 




























253 


<213> ORGANISM: 


Artificial Sequence 


















255 


<220> FEATURE: 




























256 


<223> OTHER 


INFORMATION: 


PCR Primer 


















258 


<400> SEQUENCE: 


2 
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RAW SEQUENCE LISTING 

PATENT APPLICATION : US/10/019,4 70 



DATE: 01/27/2002 
TIME: 19:50:01 



Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\01272002\J019470.raw 



259 catgggccga acattacaga a 



21 



262 <210> SEQ ID NO: 3 

263 <211> LENGTH: 21 

264 <212> TYPE: DNA 

265 <213> ORGANISM: Artificial Sequence 

267 <220> FEATURE: 

268 <223> OTHER INFORMATION: PCR Primer 

270 <400> SEQUENCE: 3 

271 caagaccacc attgccaagt c 21 

274 <210> SEQ ID NO: 4 

275 <211> LENGTH: 27 

276 <212> TYPE: DNA 

277 <213> ORGANISM: Artificial Sequence 

279 <220> FEATURE: 

280 <223> OTHER INFORMATION: PCR Probe 

282 <400> SEQUENCE: 4 

283 ctgtgatgag gccatttacc agcttgg 27 

286 <210> SEQ ID NO: 5 

287 <211> LENGTH: 19 

288 <212> TYPE: DNA 

289 <213> ORGANISM: Artificial Sequence 

291 <220> FEATURE: 

292 <223> OTHER INFORMATION: PCR Primer 

294 <400> SEQUENCE: 5 

295 gaaggtgaag gtcggagtc 19 

298 <210> SEQ ID NO: 6 

299 <211> LENGTH: 20 

300 <212> TYPE: DNA 

301 <213> ORGANISM: Artificial Sequence 

303 <220> FEATURE: 

304 <223> OTHER INFORMATION: PCR Primer 

306 <400> SEQUENCE: 6 

307 gaagatggtg atgggatttc 20 

310 <210> SEQ ID NO: 7 

311 <211> LENGTH: 20 

312 <212> TYPE: DNA 

313 <213> ORGANISM: Artificial Sequence 

315 <220> FEATURE: 

316 <223> OTHER INFORMATION: PCR Probe 

318 <400> SEQUENCE: 7 

319 caagcttccc gttctcagcc 20 

322 <210> SEQ ID NO: 8 

323 <211> LENGTH: 20 

324 <212> TYPE: DNA 

325 <213> ORGANISM: Artificial Sequence 

327 <220> FEATURE: 

328 <223> OTHER INFORMATION: Antisense Oligonucleotide 

330 <400> SEQUENCE: 8 

331 ccgccccgcc gcgccaggag 20 
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VERIFICATION SUMMARY DATE: 01/27/2002 

PATENT APPLICATION: US/10/019,4 7 0 TIME: 19:50:02 

Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF3\01272002\J0194 70.raw 

L:10 M:270 C: Current Application Number differs, Replaced Current Application No 
L:10 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
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I 





PCT10 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/019,4 70 



DATE: 01/22/2002 
TIME: 10:45:12 



Input Set : A:\Sequence 

Output Set: N:\CRF3\01182002\J0194 70.raw 

3 <110> APPLICANT : Brett P. Monia 

4 Lex M. Cowsert 

6 <120> TITLE OF INVENTION 
EXPRESSION 

8 <130> FILE REFERENCE: RTSP-0240 
C--> 10 <140> CURRENT APPLICATION NUMBER: US/10/019,4 70 
C--> 10 <141> CURRENT FILING DATE: 2001-12-28 

10 <150> PRIOR APPLICATION NUMBER: US 09/357,071 

11 <151> PRIOR-FILING DATE: 1999-07-19 
13 <160> NUMBER OF SEQ ID NOS : 47 



Does Not Oomph 
Correct n <iskettf- M«* 



ANTISENSE MODULATION OF LIVER GLYCOGEN PHOSPHORYLASE 



ERRORED SEQUENCES 



790 


<210> SEQ ID NO: 47 


791 


<211> LENGTH: 20 


792 


<212> TYPE: DNA 


793 


<213> ORGANISM : Artificial Sequence 


795 


<220> FEATURE: 


796 


<223> OTHER INFORMATION: Antisense Oligonucleotide 


798 


<400> SEQUENCE: 47 


799 


cjbccattccc agagatactc 


E--> 800 




E--> 803 
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VERIFICATION SUMMARY DATE: 01/22/2002 

PATENT APPLICATION: US/1 0/0 1 9 , 4 7 0 TIME: 10:45:13 



Input Set : A:\Sequence 

Output Set: N:\CRF3\01182002\J0I9470.raw 

L:10 M:270 C: Current Application Number differs, Replaced Current Application No 
L:10 M:271 C: Current Filing Date differs, Replaced Current Filing Date 
L:800 M:254 E: No. of Bases conflict, LENGTH : Input : 1 Counted:20 SEQ:47 
M:254 Repeated in SeqNo=47 
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